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1 CTCGAGAAAT CATAAAAAAT TTATTTGCTT TGTGAGCGGA TAACAATTAT
51 AATAGATTCA ATTGTGAGCG GATAACAATT TCACACAGAA TTCATTAAAG
101 AGGAGAAATT AACTHIBAGA GGATCTCACC ATCACCATCA CCATACGGAT
151 CCAATGGTGA GCAAGGGCGA GGAGCTGTTC ACCGGGGTGG TGCCCATCCT
201 GGTCGAGCTG GACGGCGACG TAAACGGCCA CAAGTTCAGC GTGTCCGGCG
251 AGGGCGAGGG CGATGCCACC TACGGCAAGC TGACCCTGAA GTTCATCTGC
301 ACCACCGGCA AGCTGCCCGT GCCCTGGCCC ACCCTCTTGA CCACCATCGG
351 CTACGGCCTG ATGTGCTTCG CCCGCTACCC CGACCACATG AAGCAGCACG
401 ACTTCTTCAA GTCCGCCATG CCCGAAGGCT ACGTCCAGGA GCGCACCATC
451 TTCTTCAAGG ACGACGGCAA CTACAAGACC CGCGCCGAGG TGAAGTTCGA
501 GGGCGACACC CTGGTGAACC GCATCGAGCT GAAGGGCATC GACTTCAAGG
551 AGGACGGCAA CATCCTGGGG CACAAGCTGG AGTACAACCA CGACAGCCAC
601 AACGTCTATA TCATGGCCGA CAAGCAGAAG AACGGCATCA AGGTGAACTT
651 CAAGATCCGC CACAACATCG AGGACGGCAG CGTGCAGCTC GCCGACCACT
701 ACCAGCAGAA CACCCCCATC GGCGACGGCC CCGTGCTGCT GCCCGACAAC
751 CACTACCTGA GCTACCAGTC CGCCCTGAGC AAAGACCCCA ACGAGAAGCG
801 CGATCACATG GTCCTGCTGG AGTTCGTGAC CGCCGCCGGG ATCACTCTCG
851 GCATGGACGA GCTGTACAAG [BBBCCAAGCT TAATTAGCTG AGCTTGGACT
901 CCTGTTGATA GATCCAGTAA TGACCTCAGA ACTCCATCTG GATTTGTTCA
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GAACGCTCGG
CTTGGCGAGA
CTGGATATAC
GAGGCATTTC
GGATATTACG
ATCCGGCCTT
TTTCGTATGG
CCCTTGTTAC
GGAGTGAATA
GATGTGGCGT
TGAGAATATG
TTGATTTAAA
ATGGGCAAAT
TCAGGTTCAT
ATGAATTACA
TAAGGCAGTT
TGAGGCATCA
TTTATCTGTT
CTCTAGAGCT
CATGCAGCTC
GCAGACAAGC
GCAGCCATGA
TATGCGGCAT
AATACCGCAC
CTTCCTCGCT
GTATCAGCTC
TAACGCAGGA
GTAAAAAGGC
GAGCATCACA
ACTATAAAGA
CTGTTCCGAC
GGAAGCGTGG
GTAGGTCGTT
CCGACCGCTG
AGACACGACT
AGCGAGGTAT
ACGGCTACAC
GTTACCTTCG
CGCTGGTAGC
AAAAAGGATC
CAGTGGAACG
AAGGATCTTC
TCTAAAGTAT
AGTGAGGCAC
CTGACTCCCC
GCCCCAGTGC
TTATCAGCAA
TGCAACTTTA
GAGTAAGTAG
ACAGGCATCG
CGGTTCCCAA
AAGCGGTTAG
GCAGTGTTAT
CATGCCATCC
CATTCTGAGA
ATACGGGATA
TGGAAAACGT
GATCCAGTTC
TTTACTTTCA
CGCAAAAAAG
TCCTTTTTCA
GGATACATAT
CACATTTCCC

TTGCCGCCGG
TTTTCAGGAG
CACCGTTGAT
AGTCAGTTGC
GCCTTTTTAA
TATTCACATT
CAATGAAAGA
ACCGTTTTCC
CCACGACGAT
GTTACGGTGA
TTTTTCGTCT
CGTGGCCAAT
ATTATACGCA
CATGCCGTTT
ACAGTACTGC
ATTGGTGCCC
AATAAAACGA
GTTTGTCGGT
GCCTCGCGCG
CCGGAGACGG
CCGTCAGGGC
CCCAGTCACG
CAGAGCAGAT
AGATGCGTAA
CACTGACTCG
ACTCAAAGGC
AAGAACATGT
CGCGTTGCTG
AAAATCGACG
TACCAGGCGT
CCTGCCGCTT
CGCTTTCTCA
CGCTCCAAGC
CGCCTTATCC
TATCGCCACT
GTAGGCGGTG
TAGAAGGACA
GAAAAAGAGT
GGTGGTTTTT
TCAAGAAGAT
AAAACTCACG
ACCTAGATCC
ATATGAGTAA
CTATCTCAGC
GTCGTGTAGA
TGCAATGATA
TAAACCAGCC
TCCGCCTCCA
TTCGCCAGTT
TGGTGTCACG
CGATCAAGGC
CTCCTTCGGT
CACTCATGGT
GTAAGATGCT
ATAGTGTATG
ATACCGCGCC
TCTTCGGGGC
GATGTAACCC
CCAGCGTTTC
GGAATAAGGG
ATATTATTGA
TTGAATGTAT
CGAAAAGTGC

GCGTTTTTTA
CTAAGGAAGC
ATATCCCAAT
TCAATGTACC
AGACCGTAAA
CTTGCCCGCC
CGGTGAGCTG
ATGAGCAAAC
TTCCGGCAGT
AAACCTGGCC
CAGCCAATCC
ATGGACAACT
AGGCGACAAG
GTGATGGCTT
GATGAGTGGC
TTAAACGCCT
AAGGCTCAGT
GAACGCTCTC
TTTCGGTGAT
TCACAGCTTG
GCGTCAGCGG
TAGCGATAGC
TGTACTGAGA
GGAGAAAATA
CTGCGCTCGG
GGTAATACGG
GAGCAAAAGG
GCGTTTTTCC
CTCAAGTCAG
TTCCCCCTGG
ACCGGATACC
TAGCTCACGC
TGGGCTGTGT
GGTAACTATC
GGCAGCAGCC
CTACAGAGTT
GTATTTGGTA
TGGTAGCTCT
TTGTTTGCAA
CCTTTGATCT
TTAAGGGATT
TTTTAAATTA
ACTTGGTCTG
GATCTGTCTA
TAACTACGAT
CCGCGAGACC
AGCCGGAAGG
TCCAGTCTAT
AATAGTTTGC
CTCGTCGTTT
GAGTTACATG
CCTCCGATCG
TATGGCAGCA
TTTCTGTGAC
CGGCGACCGA
ACATAGCAGA
GAAAACTCTC
ACTCGTGCAC
TGGGTGAGCA
CGACACGGAA
AGCATTTATC
TTAGAAAAAT
CACCTGACGT

TTGGTGAGAA
TAAAATGGAG
GGCATCGTAA
TATAACCAGA
GAAAAATAAG
TGATGAATGC
GTGATATGGG
TGAAACGTTT
TTCTACACAT
TATTTCCCTA
CTGGGTGAGT
TCTTCGCCCC
GTGCTGATGC
CCATGTCGGC
AGGGCGGGGC
GGGGTAATGA
CGAAAGACTG
CTGAGTAGGA
GACGGTGAAA
TCTGTAAGCG
GTGTTGGCGG
GGAGTGTATA
GTGCACCATA
CCGCATCAGG
TCGTTCGGCT
TTATCCACAG
CCAGCAAAAG
ATAGGCTCCG
AGGTGGCGAA
AAGCTCCCTC
TGTCCGCCTT
TGTAGGTATC
GCACGAACCC
GTCTTGAGTC
ACTGGTAACA
CTTGAAGTGG
TCTGCGCTCT
TGATCCGGCA
GCAGCAGATT
TTTCTACGGG
TTGGTCATGA
AAAATGAAGT
ACAGTTACCA
TTTCGTTCAT
ACGGGAGGGC
CACGCTCACC
GCCGAGCGCA
TAATTGTTGC
GCAACGTTGT
GGTATGGCTT
ATCCCCCATG
TTGTCAGAAG
CTGCATAATT
TGGTGAGTAC
GTTGCTCTTG
ACTTTAAAAG
AAGGATCTTA
CCAACTGATC
AAAACAGGAA
ATGTTGAATA
AGGGTTATTG
AAACAAATAG
CTAAGAAACC

TCCAAGCTAG
AAAAAAATCA
AGAACATTTT
CCGTTCAGCT
CACAAGTTTT
TCATCCGGAA
ATAGTGTTCA
TCATCGCTCT
ATATTCGCAA
AAGGGTTTAT
TTCACCAGTT
CGTTTTCACC
CGCTGGCGAT
AGAATGCTTA
GTAATTTTTT
CTCTCTAGCT
GGCCTTTCGT
CAAATCCGCC
ACCTCTGACA
GATGCCGGGA
GTGTCGGGGC
CTGGCTTAAC
TGCGGTGTGA
CGCTCTTCCG
GCGGCGAGCG
AATCAGGGGA
GCCAGGAACC
CCCCCCTGAC
ACCCGACAGG
GTGCGCTCTC
TCTCCCTTCG
TCAGTTCGGT
CCCGTTCAGC
CAACCCGGTA
GGATTAGCAG
TGGCCTAACT
GCTGAAGCCA
AACAAACCAC
ACGCGCAGAA
GTCTGACGCT
GATTATCAAA
TTTAAATCAA
ATGCTTAATC
CCATAGTTGC
TTACCATCTG
GGCTCCAGAT
GAAGTGGTCC
CGGGAAGCTA
TGCCATTGCT
CATTCAGCTC
TTGTGCAAAA
TAAGTTGGCC
CTCTTACTGT
TCAACCAAGT
CCCGGCGTCA
TGCTCATCAT
CCGCTGTTGA
TTCAGCATCT
GGCAAAATGC
CTCATACTCT
TCTCATGAGC
GGGTTCCGCG
ATTATTATCA



4101 TGACATTAAC CTATAAAAAT AGGCGTATCA CGAGGCCCTT TCGTCTTCAC



